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Pentatomidae, 380 
Thyanta pallido- 
virens, 380 
reproductive diapause, 
Bactrocera oleae, 
337 
prevention of flight, 
337 
respiratory activity, 
Brassica napus, 138 
Tenebrio molitor, 138 
return flight, Fordinae, 
41 
gall aphids, 341 
Rhagoletis pomonella, 
apple maggot fly, 470 
linkage map, 470 
Rhopalosiphum padi, 
Diuraphis noxia, 425 
lacewing, 425 


Scarabaeidae, Aegialia, 
302 
Ataenius, 302 
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Scolytidae, semio- 
chemicals, 438 
southern pine beetle, 
438 
semiochemicals, Scoly- 
tidae, 438 
southern pine beetle, 
438 
sensilla, trichoid, 462 
basiconic, 462 
sensillum, Andraca 
bipunctata, 35) 
pheromone-sensitive 
sensillum, 351 
sequence-characterized 
amplified region, 
gypsy moth, 667 
randomly amplified 
polymorphic DNA- 
polymerase 
chain reaction, 
667 
Sinella (Coecobrya), 
taxonomy, | 
China, | 
Solenopsis xyloni, 
foraging, 246 
diet, 246 
southern pine beetle, 
Scolytidae, 438 
semiochemicals, 438 
sperm priority, haplogyne, 
254 


spider, 254 
spider, sperm priority, 254 
haplogyne, 254 
sterile insect release, 
Ceratitis capitata, 
836 
courtship behavior, 
836 
sterile insect technology, 
electroporation, 107 
gene transfer, 107 
sunflower, Smicronyx 
fulvus,693 
Smicronyx sordidus, 
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sweetpotato whitefly, 
coccinellid, 776 
ladybird beetle, 776 
symbiosis, biogeography, 
416 
Blattaria, 416 
Sympiesis sericeicornis, 
mechano-and chemo- 
receptors, 208 
leafminer parasitoid, 
208 


T 
Tabanus spp., mass 
spectrometry, 542 
gas liquid chromatog- 
raphy, 542 
taxonomy, China, | 
Sinella (Coecobrya), 
temperature, comparative 
demography, 162 
fruit flies, 162 
Tenebrio molitor, Bras- 
sica napus, 138 
respiratory activity, 
138 
Tenebrionidae, darkling 
beetles, 736 
Loxostethus, 736 
Tephritidae, Ceratitis 
capitata, 487 
nutritional ecology, 
487 
mating, 496 
Phytalmia spp., 496 
Thyanta pallidovirens, 
Pentatomidae, 380 
reproductive behav- 
ior, 380 
Toxotrypana curvicauda, 
83 
behavior, 505 
distribution, 505 
transformation, Metaseiu- 
lus occidentails, 237 
transgenic-arthropod, 
237 
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transgenic-arthropod, 
Metaseiulus occiden- 
tails, 237 
transformation, 237 
Trichogramma nubilale, 
Trichogramma 
ostriniae, 689 
primary sex alloca- 
tion, 689 
Trichogramma spp.. egg 
parasitoid, 128 
development time, 
128 
trichoid, basiconic, 462 
sensilla, 462 
Trichoplusia ni, 
reproduction’ 783 
oviposition, 783 
trypsin, chymotrypsin, 
cricket, 69 
Tsuga, spp., Adelges tsu- 
gae, 563 
Pseudoscymnus 


tsugae, 563 
tussock moths, Leucoma 
salicis, 75, 
Lymantria, 75 


variance components, 
Aphis gossypii, 316 
multivariate analysis, 
316 
virus dissemination, 
Autographa 
californica nuclear 
polyhedrosis virus, 
832 
gene expression, 832 
vitellin, Helicoverpa zea, 
83 
Heliothis virescens, 
83 


Ww 
weevil, Aubeonymus 
mariafranciscae, 169 
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development, 169 
wing shape, elliptic 
Fourier transformation, 
447 
gelechiid moths, 447 
Wright F statistics, 
hierarchial genetic 
structure, 230 
relatedness, 230 


